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SEQUENCE LISTING 



GENERAL INFORMATION : 

(i) APPLICANT: 

(A) NAME: Pas teur\ Sanof i Diagnostics 

(B) STREET: 3 boulevard Raymond Poincare 

(C) CITY: Marnes lA Coquette 

(E) COUNTRY: France) 

(F) POSTAL CODE (ZIF^: 92430 

(G) TELEPHONE: 0153714000 

(H) TELEFAX: 01537741B3 

(ii) TITLE OF INVENTION : Syfathetic peptides which can be used in biological 

tests for the detection of infections due to the 
group O HIV-1 virus 

(iii) NUMBER OF SEQUENCES: 16 

(iv) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy dfik 

(B) COMPUTER: IBM PC comrjatWleX 

(C) OPERATING SYSTEM: PQr/D(WMS + DOS 

(D) SOFTWARE: Patentln /R£leas.e ffl.0, Version #1.25 (EPO) 



(2) INFORMATION FOR SEQ ID NO s^Jj, 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 22 amino acids 

(B) TYPE: amino acid 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1: 

Leu Leu Ser Leu Trp Gly Cys Arg Gly Lys 
15 10 



[a Val Cys Tyr Thr Ser 
15 



Val Gin Trp Asn Glu Thr 
20 

(2) INFORMATION FOR SEQ ID NO: 2: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 22 amino acids 

(B) TYPE: amino acid 



(ii) MOLECULE TYPE: peptide 
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(xi) SEQUENCE DESCRIPTION 

Leu Leu Ser Leu Trp Gly (fy 
1 5 

Val Gin Trp Asn Glu Thr 
20 

(2) INFORMATION FOR SEQ ID NO: 3: 



[STI 



CS: 
acids 



(i) SEQUENCE CHARACTERI 

(A) LENGTH: 22 amino 

(B) TYPE: amino aci 

(C) STRANDEDNESS : sijngle 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: pepticje 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: syn 



(xi) SEQUENCE DESCRIPTION 

Leu Leu Ser Ser Trp Gly 
1 5 



Val Gin Trp Asn Glu T 
20 



(2) INFORMATION FOR SEQ ID NO: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 22 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptid^ 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: syn 



SEQ ID NO: 2 : 

s Arg Gly Arg Leu Val Cys Tyr Thr Ser 
10 15 




ID NO: 3: 

ys/ Lys Gly Arg Leu Val Cys Tyr Thr Ser 
10 15 



(xi) SEQUENCE DESCRIPTION: EEQ ID NO: 4: 

Leu Leu Ser Ser Trp Gly Cyi Lys Gly Arg Leu Val Cys Tyr Thr Ser 
1 5 I 10 15 

Val Gin Trp Asn Ser Thr 
20 



(2) INFORMATION FOR SEQ ID NO: 5: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 22 amir/o acids 
{ B) TYPE: amino ac:.d 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: line ir 

(ii) MOLECULE TYPE: peptide 



(vi) ORIGINAL SOURCE: 

(A) ORGANISM: syn 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 



Leu Leu Gin Ser Trp Gl^ 
1 5 

Val Gin Trp Asn Ser Thi 
20 



(2) INFORMATION FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 22 amjlno acids 

(B) TYPE: amino 

(C) STRANDEDNESS:/ single 

(D) TOPOLOGY: lir 

(ii) MOLECULE TYPE: pj 



(vi) ORIGINAL SOURCE/ 
(A) ORGANISM:, 



Cys Lys Gly Arg Leu Val Cys Tyr Thr Ser 
10 15 



Cxi) SEQUENCE DESCRJ 



Leu Leu Asn Ser Trp G 

1 5 




SEQ ID NO: 6: 



Ly Cys Arg Gly Lys Ala Val Cys Tyr Thr Ser 

10 15 



Val Gin Trp Asn Glu 
20 



(2) INFORMATION FOR SEQ ID 



CHARACTERISTICS 



(i) SEQUENCE 

(A) LENGTH: 22 
<B) TYPE: amino 

(C) STRANDEDNESS 

(D) TOPOLOGY: li 



Thr 



NO: 7: 



afciino acids 
cid 
single 
rkear 



(ii) 



MOLECULE TYPE: peptide 
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(vi) ORIGINAL SOURCE: 

(A) ORGANISM: syn 

(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 7: 

Leu Leu Ser Leu Trp GlJ Cys Arg Gly Arg Ala Val Cys Tyr Thr Ser 
1 $ 10 15 

Val Gin Trp Asn Glu Thj 
20 



(2) INFORMATION FOR SEQ ID NO: 8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 22 amino acids 

(B) TYPE: amino adid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: liniar 

(ii) MOLECULE TYPE: peptfide 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: syn 



(xi) SEQUENCE DESCRIP' 



Leu Leu Ser Ser Trp/ 
1 5 



Val Gin Trp Asn Gli 
20 



(2) INFORMATION FOR SEQ ID 




NO: 9 : 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 anino acids 

(B) TYPE: amino icid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: li lear 

(ii) MOLECULE TYPE: peptide 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: syn 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 9: 



EQ ID NO: 8: 



Arg Gly Arg Leu Val Cys Tyr Thr Ser 
10 15 



Leu Leu Ser Ser Trp Gl y Cys Lys.Gly Arg Leu Val Cys Tyr Thr Ser 
1 5 10 15 



J 
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(2) INFORMATION FOR SEQ ID NO:/10: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 16 aminfc acids 

(B) TYPE: amino acjjT 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: lineir 

(ii) MOLECULE TYPE: pept/ide 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: syr 



(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 10: 

Leu Leu Asn Ser Trp GELy Cys Lys Gly Arg Leu Val Cys Tyr Thr Ser 
1 5 / 10 . . 15 



(2) INFORMATION FOR SEQ li> NO : 11: 



(i) SEQUENCE CHARACtI 

(A) LENGTH: 32 jdmini 

(B) TYPE: amincf acd 

(C) STRANDEDNESS: /ingle 

(D) TOPOLOGY: 

(ii) MOLECULE TYPEfl £>4?tide 

(vi) ORIGINAL SOURj 

(A) ORGANISMS Isyn 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 



Ala Leu Glu Thr Le 



Cys Arg Gly Arg Le 
20 



(2) INFORMATION FOR SEQ 



(i) SEQUENCE CHARA:TERISTICS: 

(A) LENGTH: 3.! amino acids 

(B) TYPE: amino acid 

(C) STRANDEDN1 !SS : single 

(D) TOPOLOGY: (linear 



Leu Gin Asn Gin Gin Leu Leu Asn Ser Trp Gly 



10 



15 



i Val Cys Tyr Thr Ser Val Arg Trp Asn Glu Thr 
25 30 



ID NO: 12: 



(ii) MOLECULE TYPE: 



peptide 
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(vi) ORIGINAL SOURCE: 

(A) ORGANISM: syn 



(xi) SEQUENCE DESCRIPTION / SEQ ID NO: 12: 

Ala Leu Glu Thr Leu Leu pin Asn Gin Gin Leu Leu Asn lie Trp Gly 
1 5 / 10 15 

Cys Arg Gly Arg Leu Val/ Cys Tyr Thr Ser Val Arg Trp Asn Glu Thr 
20 / 25 30 



(2) INFORMATION FOR SEQ ID /NO: 13: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 32 <*nino acids 

(B) TYPE: amino /acid 

(C) STRANDEDNES6 : single 

(D) TOPOLOGY: l/inear 

{ii> MOLECULE TYPE: peptide 

(vi) ORIGINAL SOURCE/: 
(A) ORGANISM: 



(xi) SEQUENCE DESCRfTPfrlON : SEQ ID NO: 13: 



Ala Leu Glu Thr 
1 

Cys Arg Gly A^ 
2( 



' LeiJ Gin Asn Gin Gin Leu Leu Asp Leu Trp Gly 

10 15 

il Cys Tyr Thr Ser Val Arg Trp Asn Glu Thr 
25 30 



(2) INFORMATION FOR S£Q ID NO: 14: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH :l 22 amino acids 

(B) TYPE: amino acid 



(C) STRAND 



(D) TOPOLOCY: linear 

(ii) MOLECULE TYPE : peptide 

(vi) ORIGINAL SOURCE: 

(A) ORGANI'M: syn 



(xi) SEQUENCE DE£ 



DNESS: single 



CRIPTION: SEQ ID NO: 14; 



